
Open Access Journal of Pulmonary & Respiratory Sciences
ISSN: 2642-1143MEDWIN PUBLISHERS

Committed to Create Value for Researchers

Omicron: A New Variant of SARS-CoV-2 (COVID-19)
  

Cheepsattayakorn  A1,2*, Cheepsattayakorn  R3, Siriwanarangsun  P1         
1Faculty of Medicine, Western University, Thailand
210th Zonal Tuberculosis and Chest Disease Center, Chiang Mai University, Thailand
3Department of Pathology, Chiang Mai University, Thailand
  
*Corresponding author: Attapon Cheepsattayakorn, 10th Zonal Tuberculosis and Chest 
Disease Center, 143 Sridornchai Road Changklan Muang Chiang Mai 50100, Thailand, Tel: 66 
53 140767; 66 53 276364; Fax: 66 53 140773; 66 53 273590; Email: Attapon1958@gmail.com

Editorial
Volume 6 Issue 1

Received Date: December 01, 2021

Published Date: December 08, 2021 

DOI: 10.23880/oajprs-16000151

Editorial

On November 24, 2021, the B.1.1.529 variant of SARS-
CoV-2 (COVID-19) was first reported from South Africa [1]. 
The first known confirmed B.1.1.529 infected specimen was 
collected on November 9, 2021 [1]. On November 25, 2021, 
daily case numbers in South Africa increased quickly with 
three distinct peaks in reported cases (the latest peak was 
predominantly the Delta variant) to more than 1,200 cases 
from 273 cases on November 16, 2021, more than 80% 
infected cases, including first case were in the northern 
province of Gauteng [2]. Currently, this variant is spreading, 
globally [2].

On November 26, 2021, the Technical Advisory Group 
on SARS-CoV-2 Virus Evolution (TAG-VE), an independent 
group of experts was convened to evaluate the SARS-CoV-2 
(COVID-19) variant-B.1.1.529 [1]. The TAG-VE indicates that 
this SARS-CoV-2 (COVID-19) variant has a large number of 
mutations, around 50 mutations, including more than 30 in 
the spike protein [2] with some concerns [1]. One of the three 
target genes is not detected (S gene target failure or S gene 

dropout or S gene negative) by the reverse-transcriptase-
polymerase-chain reaction (false negative result) [1,2] that 
can be used as a “surrogate marker” to allow targeting the 
genome sequencing [2]. Based on epidemiological change 
in COVID-19, the TAG-VE has suggested World Health 
Organization (WHO) to designate this variant as a variant 
of concern, and the WHO named this variant “Omicron”. An 
increased risk of reinfection with this variant was indicated 
by the preliminary evidence, in comparison to other variants 
of concern [1].  

In conclusion, based on several ongoing studies, the TAG-
VE will continuously assesses this variant of concern. 
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